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<160> 73 

<210> 1 
<211> 415 
<212> PRT 

<213> Mus MuscuHus 

<400> 1 
Met Met Ala Gin 
1 

Phe Thr Ala His Thr Gly Tyr Glf 
20 




*sp A>la/Phe Trp Cys Ai 



VabtLeu Leu Gin Arg Lei: 



Asp 
15 

Leu 
30 



Asp Gly Arg Lys Met Cys Lys Af 
35 



Val Glu Gtha^Leu Leu#rg Gin 
40 ^ 45 



Arg Ala Gin Ala Glu Glu Arg Tyr Gly Lys Glu Leu Val Gin lie 
50 / 55 60 



Ala Arg Lys Ala Gly 
65 



Gin Thr Glu Met Asn Ser Leu Arg Thr 
70 75 



Ser Phe Asp Ser L£U Lys Gin Gin Thr Glu Asn Val Gly Ser Ala 
^80 85 90 

His lie Gin L^u Ala Leu Ala Leu Arg Glu Glu Leu Arg Ser Leu 
/ 95 100 105 



Glu Glu PKe Arg Glu Arg Gin Lys Glu Gin Arg Lys Lys Tyr 



110 



115 



Glu 
120 



Ala JjL& Met Asp Arg Val Gin Lys Ser Lys Leu Ser Leu Tyr Lys 
' 125 130 135 



fs Thr Met Glu Ser Lys Lys Ala Tyr Asp Gin Lys Cys Arg Asp 
140 145 150 



60 



ft 



Ala Asp Asp Ala Glu Gin Ala Phe Glu Arg Val Ser Ala Asn Gly 
155 160 165 

His Gin Lys Gin Val Glu Lys Ser Gin Asn Lys Ala Lys Gin Cys 
170 175 180 

Lys Glu Ser Ala Thr Glu Ala Glu Arg Val Tyr Arg Gin Asn lie 
185 190 195 

Glu Gin Leu Glu Arg Ala Arg Thr Glu Trp Glu Gin Glu His Arg 
200 205 210 

Thr Thr Cys Glu Ala Phe Gin Leu Gin Glu Phe Asp Arg Leu Thr 
215 220 225 

lie Leu Arg Asn Ala Leu Trp Val His Cys Asn Gin Leu Ser Met 
230 235 240 

Gin Cys Val Lys Asp Asp Glu Leu Tyr Glu Glu Val Arg Leu Thr 
245 250 255 

Leu Glu Gly Cys Asp Val Glu Gly Asp lie Asn Gly Phe He Gin 
260 265 270 

Ser Lys Ser Thr Gly Arg Glu Pro Pro Ala Pro Val Pro Tyr Gin 
275 280 285 

Asn Tyr Tyr Asp Arg Glu Val Thr Pro Leu He Gly Ser Pro Ser 
290 295 300 

He Gin Pro Ser Cys Gly Val He Lys Arg Phe Ser Gly Leu Leu 
305 310 315 

His Gly Ser Pro Lys Thr Thr Pro Ser Ala Pro Ala Ala Ser Thr 
320 325 330 

Glu Thr Leu Thr Pro Thr Pro Glu Arg Asn Glu Leu Val Tyr Ala 
335 340 345 

Ser He Glu Val Gin Ala Thr Gin Gly Asn Leu Asn Ser Ser Ala 
350 355 360 

Gin Asp Tyr Arg Ala Leu Tyr Asp Tyr Thr Ala Gin Asn Ser Asp 
365 370 375 

Glu Leu Asp He Ser Ala Gly Asp He Leu Ala Val He Leu Glu 
380 385 390 

Gly Glu Asp Gly Trp Trp Thr Val Glu Arg Asn Gly Gin Arg Gly 
395 400 405 

Phe Val Pro Gly Ser Tyr Leu Glu Lys Leu 
410 415 

<210> 2 

<211> 2100 

<212> DNA 

<213> Mus Musculus 
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<400> 2 



caatatttca 


agctatacca 


agcatacaat 


caactccaag 


cttatgccca 


50 


agaagaagcg 


gaaggtctcg 


agcggcgcca 


attttaatca 


aagtgggaat 


100 


attgctgata 


gctcattgtc 


cttcactttc 


actaacagta 


gcaacggtcc 


150 


gaacctcata 


acaactcaaa 


caaattctca 


agcgctttca 


caaccaattg 


200 


cctcctctaa 


cgttcatgat 


aacttcatga 


ataatgaaat 


cacggctagt 


250 


aaaattgatg 


atggtaataa 


ttcaaaacca 


ctgtcacctg 


gttggacgga 


300 


ccaaactgcg 


tataacgcgt 


ttggaatcac 


tacagggatg 


tttaatacca 


350 


ctacaatgga 


tgatgtatat 


aactatctat 


tcgatgatga 


agatacccca 


400 


ccaaacccaa 


aaaaagaggg 


tgggtcgacc 


cacgcgtccg 


gctccttcct 


450 


catttcgctg 


ctgattctag 


ccccaaacaa 


aacaggttga 


gcctttttcc 


500 


tcctccggca 


gttgcctctg 


gcttgtggct 


gccttctgag 


cgtttcagac 


550 


ggcgccggct 


gggagtggga 


gggagggcct 


gggctagccg 


cgctgggact 


600 


gggacgtgct 


cctggctcct 


ggcccatgct 


cagccctgct 


tgaagcagga 


650 


gtgctagcat 


ttgacacaac 


gcccttggag 


gatgatggcc 


cagctgcagt 


700 


tccgagatgc 


cttctggtgc 


agggacttca 


cggcccacac 


agggtatgag 


750 


gtgctactgc 


agaggctgct 


ggacggcagg 


aagatgtgca 


aggatgtgga 


800 


ggagctgctc 


agacagaggg 


cccaggcgga 


ggagaggtac 


gggaaggagc 


850 


tggtgcagat 


tgcacgcaag 


gctggtggcc 


agacagagat 


gaattccctg 


900 


aggacctcct 


ttgactccct 


gaagcagcaa 


acagagaatg 


tgggcagtgc 


950 


acacatccag 


ctggccctgg 


ccctgcgtga 


ggagctgcgg 


agcctggagg 


1000 


agttccgaga 


gagacagaaa 


gagcagcgga 


agaagtatga 


ggccatcatg 


1050 


gaccgtgtcc 


agaagagcaa 


gttgtcgctc 


tacaagaaga 


ccatggagtc 


1100 


caagaaggca 


tatgaccaga 


agtgcaggga 


tgcagatgat 


gctgagcagg 


1150 


ccttcgagcg 


tgtgagtgcc 


aatggccacc 


agaagcaagt 


agaaaagagc 


1200 


cagaacaaag 


ccaagcagtg 


caaggagtca 


gccacagagg 


cagaaagagt 


1250 


gtacaggcaa 


aatatcgaac 


aactggagag 


agcgaggacc 


gagtgggagc 


1300 


aggagcaccg 


gactacctgt 


gaggccttcc 


agttgcagga 


gtttgaccgg 


1350 


ctcaccatcc 


tccgcaatgc 


cctgtgggtg 


cactgtaacc 


agctctccat 


1400 


gcagtgtgtc 


aaggatgatg 


agctctatga 


ggaagtgcgg 


ctgacccttg 


1450 
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agggctgtqa 

ZJ ZJ ~J ~J ~J 


tgtggaaqgt 

ZJ ZJ ~J _J 


gacatcaatg 


gcttcatcca 


gtccaagagc 


1500 


actggcagag 


agcccccagc 


tccggtgcct 


tatcagaact 


actatgacag 


1550 


qqaggtgacc 

ZJ ZJ ZJ ZJ ZJ 


ccactgattg 


gcagccctag 


catccagccc 


tcctgcggtg 


1600 


tgataaagag 


qttctctqqq 

ZJ ZJZjZJ 


ctgctacatg 


gaagtcccaa 


gaccacacct 


1650 


tctgctcctg 


ctgcttccac 


agagactctg 


actcccaccc 


ctgagcggaa 


1700 


tqaqttqqtc 


tacgcatcca 


tcgaagtgca 


ggcgacccag 


ggaaacctta 


1750 


actcatcagc 


ccaggactac 


cgggcactct 


acgactacac 


tgcacagaat 


1800 


tctgatgagc 


tggacatttc 


cgcgggagac 


atcctggcgg 


tcatcctgga 


1850 


aaQQcraqqat 

^ZJZJZJZJ^ZJZJ^^ 


qqc t QQt crqa 

ZD ZJ ^33 _3 _3 


CtQtQQaQCQ 


gaacggacaa 


cqtqqctttQ 

ZJ ZJ ZJ ■ ZJ 


1900 


tccctgggtc 


gtacttggag 


aagctctgag 


gaaaggctag 


cagtctccac 


1950 


atacctccgc 


cctgactgtg 


aggtcaggac 


tgtttctttc 


catcaccgcc 


2000 


caggcctcac 


ggggccagaa 


ccaagcccgg 


tggtgctggg 


catgggctgg 


2050 


gtgctggcta 


ctctcaataa 


atgtctccca 


gaaggaaaaa 


aaaaaaaaaa 


2100 



<210> 3 
<211> 48 
<212> PRT 

<213> Mus Musculus 
<400> 3 

Leu Tyr Asp Tyr Thr Ala Gin Asn Ser Asp Glu Leu Asp lie Ser 
15 10 15 

Ala Gly Asp lie Leu Ala Val lie Leu Glu Gly Glu Asp Gly Trp 
20 25 30 

Trp Thr Val Glu Arg Asn Gly Gin Arg Gly Phe Val Pro Gly Ser 
35 40 45 

Tyr Leu Arg 
48 

<210> 4 

<211> 50 

<212> PRT 

<213> Homo sapien 

<400> 4 

Leu Tyr Gin Tyr lie Gly Gin Asp Val Asp Glu Leu Ser Phe Asn 
15 10 15 

Val Asn Glu Val lie Glu lie Leu lie Glu Asp Ser Ser Gly Trp 
20 25 30 

Trp Lys Gly Arg Leu His Gly Gin Glu Gly Leu Phe Pro Gly Asn 
35 40 45 



63 



Tyr Val Glu Lys lie 
50 

<210> 5 

<211> 50 

<212> PRT 

<213> Homo sapien 

<400> 5 

Leu Tyr Asp Tyr Gin Glu Lys Ser Pro Arg Glu Val Thr Met Lys 
15 10 15 

Lys Gly Asp lie Leu Thr Leu Leu Asn Ser Thr Asn Lys Asp Trp 
20 25 .30 

Trp Lys Val Glu Val Asn Asp Arg Gin Gly Phe Val Pro Ala Ala 
35 40 45 

Tyr Val Lys Lys Leu 
50 

<210> 6 

<211> 50 

<212> PRT 

<213> Homo sapien 

<400> 6 

Leu Tyr Asp Tyr Gin Gly Glu Gly Ser Asp Glu Leu Ser Phe Asp 
15 10 15 

Pro Asp Asp lie lie Thr Asp lie Glu Met Val Asp Glu Gly Trp 
20 25 30 

Trp Arg Gly Gin Cys Arg Gly His Phe Gly Leu Phe Pro Ala Asn 
35 40 45 

Tyr Val Lys Leu Leu 
50 

<210> 7 

<211> 48 

<212> PRT 

<213> Homo sapien 

<400> 7 

Leu Tyr Asp Tyr Gin Ala Ala Gly Asp Asp Glu lie Ser Phe Asp 
15 10 15 

Pro Asp Asp lie lie Thr Asn lie Glu Met lie Asp Asp Gly Trp 
20 25 30 

Trp Arg Gly Val Cys Lys Gly Arg Tyr Gly Leu Phe Pro Ala Asn 
35 40 45 

Tyr Val Glu 
48 
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) 



<210> 8 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-8 

<223> Amino acid epitope tag 
<400> 8 

Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 8 

<210> 9 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-33 

<2 23> Synthetic oligonucleotide probe 
<400> 9 

cgcggatcca ccatgatggc ccagctgcag ttc 33 

<210> 10 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-45 

<223> Synthetic oligonucleotide probe 
<400> 10 

gtacgcgtcg actcacttgt catcgtcgtc cttgtagtcg agctt 45 

<210> 11 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 

<222> 1-18 

<223> Synthetic oligonucleotide probe 

<400> 11 
tgcctttctc tccacagg 18 

<210> 12 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
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) 



<220> 

<221> Artificial Sequence 
<222> 1-36 

<223> Synthetic oligonucleotide probe 
<400> 12 

ctccttgagg ttctactagt gggggctggt gtcctg 36 

<210> 13 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-39 

<223> Synthetic oligonucleotide probe 
<400> 13 

gcggccgcac tagtatccag tctgtgctcc atctgttac 3 9 

<210> 14 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-17 

<223> Synthetic oligonucleotide probe 

<400> 14 
gcgtttggaa tcactac 17 

<210> 15 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-41 

<223> Synthetic oligonucleotide probe 
<400> 15 

ttatagttta gcggccgctc accggtagtc ctgggctgat g 41 

<210> 16 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-37 

<223> Synthetic oligonucleotide probe 
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<400> 16 

gtacgcgtcg accgcactct acgactacac tgcacag 37 

<210> 17 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-17 

<223> Synthetic oligonucleotide probe 

<400> 17 
ctctggcgaa gaagtcc 17 

<210> 18 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-32 

<223> Synthetic oligonucleotide probe 
<400> 18 

gatcgaattc ccagaacctc aaggagaact gc 32 

<210> 19 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-38 

<223> Synthetic oligonucleotide probe 
<400> 19 

gatcctcgag ttacacccgt gtccactctg ctggagga 3 8 

<210> 20 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-20 

<22 3> Synthetic oligopeptide 
<400> 20 

Gly Phe Asn Leu Arg lie Gly Arg Pro Lys Gly Pro Arg Asp Pro 
15 10 15 

Pro Ala Glu Trp Thr 
20 
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<210> 21 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-19 

<223> Synthetic oligopeptide 
<400> 21 

Gly Phe Gly Asn Arg Phe Ser Lys Pro Lys Gly Pro Arg Asn Pro 
15 10 15 

Pro Ser Ala Trp 
19 

<210> 22 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-20 

<223> Synthetic oligopeptide 
<400> 22 

Gly Phe Gly Asn Arg Cys Gly Lys Pro Lys Gly Pro Arg Asp Pro 
15 10 15 

Pro Ser Glu Trp Thr 
20 

<210> 23 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-20 

<223> Synthetic oligopeptide 
<400> 23 

Gly Gly Val Leu Arg Ser lie Ser Val Pro Ala Pro Pro Thr Leu 
15 10 15 

Pro Met Ala Asp Thr 
20 

<210> 24 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
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<222> 1-36 

<223> Synthetic oligonucleotide probe 



<400> 24 

gtatatgtcc tggccagccc atggggttcc cagcag 3 6 

<210> 25 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-36 

<223> Synthetic oligonucleotide probe 
<400> 25 

gcaggtcgac tctagattac acccgtgtcc actctg 3 6 

<210> 26 
<211> 907 
<212> PRT 

<213> Saccharomyces Pombe 
<400> 26 

Met Leu Thr Lys Ser Leu Gin Gly Ser Glu Asp Ala Gly Met Asp 
15 10 15 

Ala Leu Met Ser Arg Thr Lys Ser Ser Leu Ser Val Leu Glu Ser 
20 25 30 

lie Asp Glu Phe Tyr Ala Lys Arg Ala Ser lie Glu Arg Glu Tyr 
35 40 45 

Ala Ser Lys Leu Gin Glu Leu Ala Ala Ser Ser Ala Asp lie Pro 
50 55 60 

Glu Val Gly Ser Thr Leu Asn Asn lie Leu Ser Met Arg Thr Glu 
65 70 75 

Thr Gly Ser Met Ala Lys Ala His Glu Glu Val Ser Gin Gin lie 
80 85 90 

Asn Thr Glu Leu Arg Asn Lys lie Arg Glu Tyr lie Asp Gin Thr 
95 100 105 

Glu Gin Gin Lys Val Val Ala Ala Asn Ala He Glu Glu Leu Tyr 
110 115 120 

Gin Lys Lys Thr Ala Leu Glu He Asp Leu Ser Glu Lys Lys Asp 
125 130 135 

Ala Tyr Glu Tyr Ser Cys Asn Lys Leu Asn Ser Tyr Met Arg Gin 
140 145 150 

Thr Lys Lys Met Thr Gly Arg Glu Leu Asp Lys Tyr Asn Leu Lys 
155 160 165 
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lie Arg 
Arg Glu 
Asp Arg 
Tyr Arg 
He He 
He Arg 
Gin Met 
Pro Glu 
He Asp 
Ser Arg 



Gin Ala Ala 
170 

Thr Asn Glu 
185 

Trp Thr Glu 
200 

Leu Glu Phe 
215 

Ser Thr Ala 
230 

Leu Thr Leu 
245 

He Gin Asn 
260 

Phe Asn Asp 
275 

Gin Leu He 
290 

Pro Ser Ala 
305 



Leu Ala 
Leu Leu 
Val Cys 
Leu Lys 
Cys Val 
Glu Asn 
Glu Gly 
Tyr Phe 
Ser Lys 
Ser Ala 



Val Lys Lys 
175 

Leu Thr Val 
190 

Asp Ala Phe 
205 

Thr Asn Met 
220 

Lys Asp Asp 
235 

Thr Asn He 
250 

Thr Gly Thr 
265 

Lys Glu Asn 
280 

Ala Pro Ser 
295 

Ser Leu Ala 
310 



Met Asp Ala Glu Tyr 
180 

Thr Arg Glu Trp He 
195 

Gin His He Glu Glu 
210 

Trp Ala Tyr Ala Asn 
225 

Glu Ser Cys Glu Lys 
240 

Asp Glu Asp He Thr 
255 

Thr He Pro Pro Leu 
270 

Gly Leu Asn Tyr Asp 
285 

Tyr Pro Tyr Ser Ser 
300 

Ser Ser Pro Thr Arg 
315 



Ser Ala 



Phe Arg Pro 
320 



Lys Thr 



Ser Glu Thr 
325 



Val Ser Ser Glu Val 
330 



Val Ser 



Ser Pro Pro 
335 



Thr Ser 



Pro Leu His 
340 



Ser Pro Val Lys Pro 
345 



Val Ser 



Asn Glu Gin 
350 



Val Glu 



Gin Val Thr 
355 



Glu Val Glu Leu Ser 
360 



He Pro 



Val Pro Ser 
365 



He Gin 



Glu Ala Glu 
370 



Ser Gin Lys Pro Val 
375 



Leu Thr 



Phe Glu 



Gly Ser Ser 
380 

Val Ala Ala 
395 



Met Arg 
Arg Pro 



Arg Pro Ser 
385 

Leu Thr Ser 
400 



Val Thr Ser Pro Thr 
390 

Met Asp Val Arg Ser 
405 



Ser His 



Asn Ala Glu 
410 



Thr Glu 



Val Gin Ala 
415 



He Pro Ala Ala Thr 
420 



Asp He 



He Thr 



Ser Pro Glu 
425 

Lys Asp Asn 
440 



Val Lys 
Asp Asp 



Glu Gly Lys 
430 

He He Leu 
445 



Asn Ser Glu Asn Ala 
435 

Ser Ser Gin Leu Gin 
450 
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Pro Thr Ala Thr Gly Ser Arg Ser Ser Arg Leu Ser Phe Ser Arg 
455 460 465 



His Gly His Gly Ser Gin Thr Ser Leu Gly Ser lie Lys Arg Lys 
470 475 480 

Ser lie Met Glu Arg Met Gly Arg Pro Thr Ser Pro Phe Met Gly 
485 490 495 

Ser Ser Phe Ser Asn Met Gly Ser Arg Ser Thr Ser Pro Thr Lys 
500 505 510 

Glu Gly Phe Ala Ser Asn Gin His Ala Thr Gly Ala Ser Val Gin 
515 520 525 

Ser Asp Glu Leu Glu Asp lie Asp Pro Arg Ala Asn Val Val Leu 
530 535 540 

Asn Val Gly Pro Asn Met Leu Ser Val Gly Glu Ala Pro Val Glu 
545 550 555 

Ser Thr Ser Lys Glu Glu Asp Lys Asp Val Pro Asp Pro lie Ala 
560 565 570 

Asn Ala Met Ala Glu Leu Ser Ser Ser Met Arg Arg Arg Gin Ser 
575 580 585 

Thr Ser Val Asp Asp Glu Ala Pro Val Ser Leu Ser Lys Thr Ser 
590 595 600 

Ser Ser Thr Arg Leu Asn Gly Leu Gly Tyr His Ser Arg Asn Thr 
605 610 615 

Ser lie Ala Ser Asp lie Asp Gly Val Pro Lys Lys Ser Thr Leu 
620 625 630 

Gly Ala Pro Pro Ala Ala His Thr Ser Ala Gin Met Gin Arg Met 
635 640 645 

Ser Asn Ser Phe Ala Ser Gin Thr Lys Gin Val Phe Gly Glu Gin 
650 655 660 

Arg Thr Glu Asn Ser Ala Arg Glu Ser Leu Arg His Ser Arg Ser 
665 670 675 

Asn Met Ser Arg Ser Pro Ser Pro Met Leu Ser Arg Arg Ser Ser 
680 685 690 

Thr Leu Arg Pro Ser Phe Glu Arg Ser Ala Ser Ser Leu Ser Val 
695 700 705 

Arg Gin Ser Asp Val Val Ser Pro Ala Pro Ser Thr Arg Ala Arg 
710 715 720 

Gly Gin Ser Val Ser Gly Gin Gin Arg Pro Ser Ser Ser Met Ser 
725 730 735 
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Leu Tyr Gly Glu Tyr Asn 
740 

Arg Ser Val Ser Pro Asn 
755 

Ser Val Leu Gin Ser Gin 
770 

Arg Asn Asn Gly Gly Tyr 
785 

Gly His Arg Tyr Gly Ser 
800 

Ser Gin Arg Ser Thr Ser 
815 

Arg Asn Ser Val Gin Ser 
830 

Thr Ala Glu Gly Glu Pro 
845 

Asp Tyr Gin Ala Gin lie 
860 

Asp Thr Leu Met Val Leu 
875 

Gly Glu lie lie Asn Val 
890 

Ser Asn Phe Val Gin Thr 
905 

:210> 27 
:211> 4 
:212> PRT 
:213> Artificial Sequence 

:220> 

:221> Any amino acid 
:222> 2-3 

:223> Any amino acid 
:400> 27 

Pro Xaa Xaa Pro 
1 4 

:210> 28 

:211> 1613 

:212> DNA 

:213> Homo sapien 

:400> 28 

acgatcacta tagggcgaat tgggcctcta gatgcatgct cgagcggccg 50 



Lys Ser Gin Pro Gin Leu Ser Met Gin 
745 750 

Pro Leu Gly Pro Asn Arg Arg Ser Ser 
760 765 

Lys Ser Thr Ser Ser Asn Thr Ser Asn 
775 780 

Ser Gly Ser Arg Pro Ser Ser Glu Met 
790 795 

Met Ser Gly Arg Ser Met Arg Gin Val 
805 810 

Arg Ala Arg Ser Pro Glu Pro Thr Asn 
820 825 

Lys Asn Val Asp Pro Arg Ala Thr Phe 
835 840 

lie Leu Gly Tyr Val lie Ala Leu Tyr 
850 855 

Pro Glu Glu lie Ser Phe Gin Lys Gly 
865 870 

Arg Thr Gin Glu Asp Gly Trp Trp Asp 
880 885 

Pro Asn Ser Lys Arg Gly Leu Phe Pro 
895 900 

Val 
907 
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ccagtgtgat 


ggatatctgc 


agaattegge 


ttccatccta 


atacgactca 


100 


ctatagggct 


cgagcggccg 


cccgggcagg 


tctagaattc 


agcggccgct 


150 


gaattctctt 


tttcctcccc 


tcagaagctc 


ctctctggct 


cgtggctgcc 


200 


ttctgagtgt 


tgcagacggc 
zj ~j ~j j 


gccggccggg 


aaggggggee 


tgggccagcc 


250 


ctgccaggac 


tgggacgctg 

3 J3 Zj ZJ 


ctgctgacgc 


ctggccctcc 


ateaggecag 


300 


cctqtqqcag 


qaqagtgagc 

ZJ Z) ZJ zj zj 


tttgecgegg 

ZJ -J — J -J 


cagacgcctg 


aggatgatgc 


350 


cccagctgca 


gttcaaagat 


gccttttggt 


qcaqqqactt 

ZJ ZjZJZJ 


cacagcccac 


400 


acgggctacg 


aggtgctgct 


qcaqccjcfctt 

ZJ Zj ZJ ZJ ^— *- 


ctggatggca 


qqaaqatqtq 

ZJZJ ZJ ZJ ZJ 


450 


caaagacatg 


gaggagctac 


tqaqqcaqaq 

^ Zj zj z) ZD zj 


qqcccaqqcq 

ZjZJ ZJZJ ZJ 


qaggagcggt 

ZJ ZJ Zj Zj zj Zj 


500 


acgggaagga 


qctqqtqcaq 


ategcaegga 


aqqcaqqtqq 

^Zj Zj Zj Zj ZJ -3 


ecagaeggag 


550 


atcaactccc 


tgagggcctc 


ctttgactcc 


ttgaagcagc 


aaatggagaa 


600 


tgtgggcagc 


tcacacatcc 


agctggccct 


gaccctgcgt 


qaqqaqctqc 

Zj ZjZj zl v ^zj 


650 


ggag t c t cga 


ggagtttcgt 


gagaggcaga 


aggagcagag 


qaaqaaqqqc 

ZJ ZJ Z) ZJ ZJ 


700 


atggctgt cc 


cgagacagag 


tgactgcatg 


gaagtgaagt 


ccccatcatg 


750 


craaatataaa 

MM t*M w^^wlM 


ac cot caterer 

zj zj ^—^-^^zjzj 


accgggtcca 


gaagagcaag 


ctgtcgctct 


800 


acaagaaggc 


catggagt cc 


aagaagacat 


acgagcagaa 


gtgeegggae 


850 


gcggacgacg 


eggagcagge 


cttcgagcgc 


attagegeca 


acggccacca 


900 


gaagcaggtg 


gagaagagtc 


agaacaaagc 


caggcagtgc 


aaggactegg 


950 


ccaccgaggc 


agagegggta 


tacaggcaga 


geattgegea 


gctggagaag 


1000 


QtCCQQQCtQ 

ZJ^^^ZJZJZJ^^'ZJ 


aqtqqqaqca 


qqaqcaccqq 

ZJ ZJ ZJ vwvv 33 


accacctgtg 


aggectttea 


1050 


gctgcaagag 


tttgacegge 


tgaccattct 


ccgcaacgcc 


ctqtqqqtqc 

^— ^zi ^ zjzjzj ^zj 


1100 


acagtaacca 


gctctccatg 


caqtqtqtca 


aggatgatga 


qctctacqaq 


1150 


gaagtgcggc 


tgacgctgga 


aggctgeage 


atagacgecg 


acatcgacag 


1200 


tt tcatccag 


gecaagagea 


cqqqcacaqa 


gccccccagg 


ttctctggac 


1250 


tqctqcacqq 


aagtcccaag 


accacttcgt 


cagcttctgc 


tggctccaca 


1300 


gagaccctga 


cccccacccc 


egageggaat 


gagggtgtct 


acacagccat 


1350 


cgcagtgcag 


gagatacagg 


gaaacccggc 


ctcaccagcc 


caggactacc 


1400 


gggcgctcta 


cgattataca 


gcgcagaacc 


cagatgagct 


ggacctgtcc 


1450 


gcgggagaca 


tcctggaagg 


ggaggatggc 


tggtggactg 


tggagaggaa 


1500 
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cgggcagcgt ggcttcgtcc ctggttccta cctggagaag ctttgaggga 1550 



aggccaggag ccccttcgga cctccgccct gccagtggag ccagcagtgc 1600 

ccccagcact gtc 1613 

:210> 29 

c211> 400 

;212> PRT 

;213> Homo sapien 

;400> 29 

Met Met Pro Gin Leu Gin Phe Lys Asp Ala Phe Trp Cys Arg Asp 
15 10 15 

Phe Thr Ala His Thr Gly Tyr Glu Val Leu Leu Gin Arg Leu Leu 
20 25 30 

Asp Gly Arg Lys Met Cys Lys Asp Met Glu Glu Leu Leu Arg Gin 
35 40 45 

Arg Ala Gin Ala Glu Glu Arg Tyr Gly Lys Glu Leu Val Gin lie 
50 55 60 

Ala Arg Lys Ala Gly Gly Gin Thr Glu lie Asn Ser Leu Arg Ala 
65 70 75 

Ser Phe Asp Ser Leu Lys Gin Gin Met Glu Asn Val Gly Ser Ser 
80 85 90 

His lie Gin Leu Ala Leu Thr Leu Arg Glu Glu Leu Arg Ser Leu 
95 100 105 

Glu Glu Phe Arg Glu Arg Gin Lys Glu Gin Arg Lys Lys Gly Met 
110 115 120 

Ala Val Pro Arg Gin Ser Asp Cys Met Glu Val Lys Ser Pro Ser 
125 130 135 

Trp Glu Tyr Glu Ala Val Met Asp Arg Val Gin Lys Ser Lys Leu 
140 145 150 

Ser Leu Tyr Lys Lys Ala Met Glu Ser Lys Lys Thr Tyr Glu Gin 
155 160 165 

Lys Cys Arg Asp Ala Asp Asp Ala Glu Gin Ala Phe Glu Arg lie 
170 175 180 

Ser Ala Asn Gly His Gin Lys Gin Val Glu Lys Ser Gin Asn Lys 
185 190 195 

Ala Arg Gin Cys Lys Asp Ser Ala Thr Glu Ala Glu Arg Val Tyr 
200 205 210 

Arg Gin Ser lie Ala Gin Leu Glu Lys Val Arg Ala Glu Trp Glu 
215 220 225 
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Gin Glu His Arg Thr Thr Cys Glu Ala Phe Gin Leu Gin Glu Phe 
230 235 240 



Asp Arg Leu Thr lie Leu Arg Asn Ala Leu Trp Val His Ser Asn 
245 ' 250 255 

Gin Leu Ser Met Gin Cys Val Lys Asp Asp Glu Leu Tyr Glu Glu 
260 265 270 

Val Arg Leu Thr Leu Glu Gly Cys Ser lie Asp Ala Asp lie Asp 
275 280 285 

Ser Phe lie Gin Ala Lys Ser Thr Gly Thr Glu Pro Pro Arg Phe 
290 295 300 

Ser Gly Leu Leu His Gly Ser Pro Lys Thr Thr Ser Ser Ala Ser 
305 310 315 

Ala Gly Ser Thr Glu Thr Leu Thr Pro Thr Pro Glu Arg Asn Glu 
320 325 330 

Gly Val Tyr Thr Ala He Ala Val Gin Glu He Gin Gly Asn Pro 
335 340 345 

Ala Ser Pro Ala Gin Asp Tyr Arg Ala Leu Tyr Asp Tyr Thr Ala 
350 355 360 

Gin Asn Pro Asp Glu Leu Asp Leu Ser Ala Gly Asp He Leu Glu 
365 370 375 



Gly Glu Asp Gly Trp 
380 

Phe Val Pro Gly Ser 
395 



Trp Thr Val Glu Arg 
385 

Tyr Leu Glu Lys Leu 
400 



Asn Gly Gin Arg Gly 
390 



<210> 30 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-42 

<223> Synthetic oligonucleotide probe 
<400> 30 

cagttcggat ccatgatgct gcagaggctg ctggacggca gg 42 

<210> 31 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-42 

<223> Synthetic oligonucleotide probe 
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<400> 31 

cagttcggat ccatgatgga gaggtacggg aaggagctgg tg 42 

<210> 32 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-42 

<223> Synthetic oligonucleotide probe 
<400> 32 

cagttcggat ccatgatgtc ctttgactcc ctgaagcagc aa 42 

<210> 33 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-42 

<223> Synthetic oligonucleotide probe 
<400> 33 

cagttcggat ccatgatgga gctgcggagc ctggaggagt tc 42 

<210> 34 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-42 

<223> Synthetic oligonucleotide probe 
<400> 34 

cagttcggat ccatgatggt ccagaagagc aagttgtcgc tc 42 

<210> 35 

<211> 42 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 

<222> 1-42 

<223> Synthetic oligonucleotide probe 

<400> 35 

cagttcggat ccatgatggc agatgatgct gagcaggcct tc 42 

<210> 36 
<211> 33 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<221> Artificial Sequence 
<222> 1-33 

<223> Synthetic oligonucleotide probe 
<400> 36 

acgtcactcg agtcacttgt catcgtcgtc ctt 33 

<210> 37 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-42 

<22 3> Synthetic oligonucleotide probe 
<400> 37 

ttgacctcga gtcatcaccg ctcaggggtg ggagtcagag tc 42 

<210> 38 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 

<222> 1-40 

<223> Synthetic oligonucleotide probe 

<400> 38 

ttgacctcga gtcatcacag cccagagaac ctctttatca 40 

<210> 39 

<211> 45 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 

<222> 1-45 

<223> Synthetic oligonucleotide probe 

<400> 39 

ttgacctcga gtcatcagtc atagtagttc tgataaggca ccgga 45 

<210> 40 

<211> 48 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 

<222> 1-48 

<223> Synthetic oligonucleotide probe 
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<400> 40 

ttgacctcga gtcatcagtc accttccaca tcacagccct caagggtc 48 

<210> 41 
<211> 48 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-48 

<223> Synthetic oligonucleotide probe 
<400> 41 

ttgacctcga gtcatcagga gagctggtta cagtgcaccc acagggca 4 8 

<210> 42 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-47 

<223> Synthetic oligonucleotide probe 
<400> 42 

ttgacctcga gtcatcactc acgcagggcc agggccagct ggatgtg 47 

<210> 43 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-29 

<223> Synthetic oligonucleotide probe 
<400> 43 

gtctgaggag ctccgccgca gccttgcac 2 9 

<210> 44 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-34 

<223> Synthetic oligonucleotide probe 
<400> 44 

ccttcccgta cgccgccgcc gcctgagctc tctg 34 

<210> 45 
<211> 32 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-32 

<223> Synthetic oligonucleotide probe 
<400> 45 

ggccaccagc cgcggctgca atctgcacga gc 32 

<210> 46 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-34 

<223> Synthetic oligonucleotide probe 
<400> 46 

cagggagtca aaggcggccg ccagggagtt catc 34 

<210> 47 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-34 

<223> Synthetic oligonucleotide probe 
<400> 47 

ctggatgtgc gcgctggccg cagcctctgt ttgc 34 

<210> 48 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-37 

<223> Synthetic oligonucleotide probe 
<400> 48 

cctccaagct tcgcagcgcc gcagccaggg ccagggc 37 

<210> 49 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 

<222> 1-34 

<223> Synthetic oligonucleotide probe 
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<400> 49 

ccgctgctct ttcgctgccg ctcggaattc ctcc 34 

<210> 50 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-35 

<223> Synthetic oligonucleotide probe 
<400> 50 

cttctggaca cgggccgcgg cggcctcata cttct 3 5 

<210> 51 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-32 

<223> Synthetic oligonucleotide probe 
<400> 51 

ggtcttcttg gcggccgcaa gcttgctctt ct 32 

<210> 52 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-42 

<223> Synthetic oligonucleotide probe 
<400> 52 

gcatccctgc acgccgcggc atataagctt tcttggactc ca 42 

<210> 53 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-42 

<223> Synthetic oligonucleotide probe 
<400> 53 

gtggccattg gcactcgcag ccgcgaaagc ttgctcagca tc 42 

<210> 54 
<211> 45 
<212> DNA 
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213> Artificial Sequence 



:220> 

:221> Artificial Sequence 
:222> 1-45 

:223> Synthetic oligonucleotide probe 
:400> 54 

ggctttgttc tggctctttg ctgctgcctt ctggtgacca ttggc 

:210> 55 
:211> 42 
:212> DNA 

:213> Artificial Sequence 
:220> 

:221> Artificial Sequence 
:222> 1-42 

:223> Synthetic oligonucleotide probe 
:400> 55 

cctcgctctc tccagttgtt caatagctgc cgcgtacact ct 42 

:210> 56 
:211> 31 
:212> DNA 

:213> Artificial Sequence 
:220> 

:221> Artificial Sequence 
:222> 1-31 

:223> Synthetic oligonucleotide probe 
:400> 56 

ctcctgctcc gcctcggtcc gagctctctc c 31 

:210> 57 
:211> 37 
:212> DNA 

:213> Artificial Sequence 
:220> 

221> Artificial Sequence 
:222> 1-37 

223 > Synthetic oligonucleotide probe 
;400> 57 

ggatggtgag ccggtctgcc tcctgcagct ggaggcc 37 

210> 58 
211> 36 
212> DNA 

213 > Artificial Sequence 
220> 

221> Artificial Sequence 
222> 1-36 

22 3 > Synthetic oligonucleotide probe 
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<400> 58 

cggaggatgg tggcccggtc gaattcctgc aactgg 3 6 

<210> 59 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-42 

<223> Synthetic oligonucleotide probe 
<400> 59 

atggagagct ggttacagtg caccgccaat gcattgcgga gg 42 

<210> 60 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-24 

<223> Synthetic oligonucleotide probe 

<400> 60 
tccacatcct tggacatctt cctg 24 

<210> 61 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-41 

<223> Synthetic oligonucleotide probe 
<400> 61 

catcatctgc atccctggcc ttctggtcat atcccttctt g 41 

<210> 62 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-24 

<223> Synthetic oligonucleotide probe 

<400> 62 
ggctgactcc ttggactgct tggc 24 

<210> 63 
<211> 27 
<212> DNA 
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;213> Artificial Sequence 
:220> 

:221> Artificial Sequence 
:222> 1-27 

:223> Synthetic oligonucleotide probe 
:400> 63 

gaaggcctcg gaggtagtcc ggtgctc 27 

:210> 64 

:211> 28 

:212> DNA 

:213> Artificial Sequence 
;220> 

:221> Artificial Sequence 

;222> 1-28 

:22 3> Synthetic oligonucleotide probe 

:400> 64 

atggagagct ggttggagtg cacccaca 2 8 

:210> 65 
:211> 30 
:212> DNA 

:213> Artificial Sequence 
220> 

221> Artificial Sequence 
:222> 1-30 

223 > Synthetic oligonucleotide probe 
:400> 65 

catcatcctt gacggactgc atggagagct 3 0 

210> 66 
:211> 36 
:212> DNA 

:213> Artificial Sequence 

:220> 

:221> Artificial Sequence 
222> 1-36 

223 > Synthetic oligonucleotide probe 
400> 66 

gatgtcacct tccacatcgg agccctcaag ggtcag 

210> 67 
211> 33 
212 > DNA 

213 > Artificial Sequence 
220> 

221> Artificial Sequence 
222> 1-33 

2 23 > Synthetic oligonucleotide probe 
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400> 67 

ccctttgggt cgaccgatgg ccaagttgaa gcc 33 

210> 68 
211> 34 
212> DNA 

213> Artificial Sequence 
220> 

221> Artificial Sequence 
222> 1-34 

223 > Synthetic oligonucleotide probe 
400> 68 

aggatctcgg ggccctttgg cccttccgat gcgc 34 

:210> 69 
:211> 31 
:212> DNA 

:213> Artificial Sequence 
:220> 

221> Artificial Sequence 
:222> 1-31 

223 > Synthetic oligonucleotide probe 
:400> 69 

ctggaggatc tcgaggtgct ttgggccttc c 31 

210> 70 
:211> 30 
:212> DNA 

:213> Artificial Sequence 
:220> 

221> Artificial Sequence 
:222> 1-30 

223 > Synthetic oligonucleotide probe 
:400> 70 

ggaggatctc gggccccttt gggccttccg 3 0 

210> 71 
211> 34 
212> DNA 

213> Artificial Sequence 
220> 

221> Artificial Sequence 
222> 1-34 

223 > Synthetic oligonucleotide probe 
400> 71 

ctgcaggagg atccgcgggc cctttgggcc ttcc 34 

210> 72 
211> 31 
212> DNA 
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<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-31 

<223> Synthetic oligonucleotide probe 
<400> 72 

gtccactctg cagcaggatc ccggggccct t 31 

<210> 73 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 

<222> 1-34 

<223> Synthetic oligonucleotide probe 

<400> 73 

gttacacccg tgtcgcctct gcaggaggat cccg 34 
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